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Applicant's election with traverse of Group II, claims 1-3 
11-16, and 19-21 in Paper No. 5 is acknowledged. The traversal 
is on the ground(s) that applicants do not believe that undue 
burden would be placed on the Exmainer to search Groups I and II 
t n same application. This is not found persuasive because 

burden has been demonstrated with the different classification 
and non-coextensive literature searches required. 

1® FINAL 7 ^ requirement is sti11 deemed proper and is therefore made 

Claims 4-10 and 17-18 are withdrawn from further 
consideration by the examiner, 37 C. F. R. S 1.142(b), as being 
drawn to a non-elected invention, the requirement having been 
15 traversed in Paper No. 5. 

i! c n C1 ^ imS 3 ' and 11-15 are provisionally rejected under 35 
U-S.C. § 101 as claiming the same invention as that of claims 1, 
0 jf' and H-15 o± copending application Serial No. 07/538,372. 

Thls 1S a Provisional double patenting rejection since the 
conflicting claims have not in fact been patented. 

Claim 2 is provisionally rejected under the judicially 
created doctrine of obviousness-type double patenting as being 
^™ ntable ° Ver Cla±m 2 of c °Pending application Serial No. 
07/538,372. Although the conflicting claims are not identical, 
they are not patentably distinct from each other because while 
they differ slightly in scope by their wording, they are claiming 
the same DNA sequence. 

This is a provisional obviousness-type double patenting 
rejection because the conflicting claims have not in fact been 
patented. 

The obviousness-type double patenting rejection is a 
judicially established doctrine based upon public policy and is 
primarily intended to prevent prolongation of the patent term by 
prohibiting claims in a second patent not patentably distinct 
To™. Claims in a firs- t patent. In re Voael. 164 USPQ 619 (CCPA 
r I o i ^SSHwf 11 ^ termina l disclaimer in compliance with 37 
• 1 1.321(b) would overcome an actual or provisional 

rejection on this ground provided the conflicting application or 
45 37 c F R S ! h ° W 78(d) be COmm0nly owned with th *s application. See 

35 U. S. C. § 101 reads as follows: 

"Whoever invents or discovers any new and useful process 
machine, manufacture, or composition of matter or any new 
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and useful improvement thereof, may obtain a patent 
therefore, subject to the conditions and requirements of 
this title". 

Claims 1-3, 11-16, and 19-21 are rejected under 35 U. S. C. 
§ 101 because the claimed subject matter lacks patentable 
utility. 

Claims 1-3 are drawn to DNA segments encoding all or a 
unique portion of GDF-1 protein or DNA fragments complementary to 
that DNA fragment. Although useful properties are alleged based 
upon the similarity of the GDF-1 amino acid sequence to the TGF-fl 
family, there is no evidence of record that this DNA sequence 
encodes a biologically useful protein possessing any particular 
properties. (See specification pages 10-11. ) There is no 

utility alleged for the "unique portions" of the GDF-1 sequence 
although it is presumed that these may be considered DNA 
fragments based on their size as defined in the specification. 
Although the utility of the fragments is alleged to be their 
usefulness as probes for detecting the presence of respective 
complementary strands in nucleic acid samples, these have no 
utility except for further research (which is not a patentable 
utility) unless the GDF-1 sequence has utility. It is noted that 
DNA fragments unlike the "unique portions" do not appear to have 
a clear limitation as to length. It is deemed that small 
nucleotide sequences (less than about 15 nucleotides) would not 
be useful as probes even if the sequences are complementary. As 
such, for this subset of DNA fragments there is no utility 
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alleged. (See specification page 7. ) The utility of the vectors 
and transformed host cells of claims 11-14 and the method of 
claim 15 turns on the utility of the sequences of claims 1-3. 

Claim 16 is drawn to a DNA segment encoding a mammalian UOG- 
5 1 protein, or an epitope specific thereto, or a DNA fragment 

complementary to said DNA segment. There is no utility alleged 
for the UOG-1 DNA sequence other than it may be a receptor and 
may be involved with the biological activity for GDF-1. (See 
page 15, lines 9-29* ) Likewise, DNA encoding epitopes or 
10 complementary DNA fragments would have no utility* The utility 

of the vectors and transformed host cells of claims 19-20 and the 
method of claim 21 turns on the utility of the sequences of claim 
16. 

The following is a quotation of the appropriate paragraphs 
15 of 35 U. S. C. § 102 that form the basis for the rejections under 

this section made in this Office action: 

A person shall be entitled to a patent unless 

(a) the invention was known or used by others in this 
20 country, or patented or described in a printed publication 

in this or a foreign country, before the invention thereof 
by the applicant for a patent. 

(b) the invention was patented or described in a printed 
publication in this or a foreign country or in public use or 

25 on sale in this country, more than one year prior to the 

date of application for patent in the United States. 

(e) the invention was described in a patent granted on an 
application for patent by another filed in the United States 
before the invention thereof by the applicant for patent, or 
30 on an international application by another who has fulfilled 

the requirements of paragraphs (1), (2), and (4) of section 
371(c) of this title before the invention thereof by the 
applicant for patent. 
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Claims 1-3 and 11-15 are rejected under 35 U. S. C. § 102(a) 
as being anticipated by Derynck et al. (U.S. Patent No. 
4, 886,747). 

Derynck et al. teaches the amino acid and nucleotide 
sequences for mammalian TGFfll, TGFB2, and TGFB3. Vectors and 
transformed host cells are disclosed as well as a method of 
making the proteins recombinantly. (See abstract, claims, 

figures 1-5, Example 5. ) It is noted that the TGFB1, TGFB2, and 
TGFB3 sequences have amino acids in common with the GDF-1 
sequence of Figure 2 in the specification. There are nucleotides 
in common as well. Derynck et al. describes probes or mRNA 
sequences for that would have complementary nucleotides in common 
with the GDF-1 sequence of Figure 2 in the specification. 

Claims 1-2 and 11 are rejected under 35 U. S. C. § 102(b) as 
being anticipated by Weeks et al. 

Weeks et al. teaches the amino acid and DNA sequences for 
Vg-1 from Xenopus oocytes. Vectors are disclosed. (See 
abstract; Figures IB and 2; Experimental Procedures, page 866. ) 
It is noted that the Vg-1 sequence has amino acids in common with 
the GDF-1 sequence of Figure 2 in the specification. There are 
nucleotides in common as well. 

Claims 1-3 and 11-15 are rejected under 35 U.S.C. § 102(e) 
as being anticipated by Wang et al. (U.S. Patent No. 5,013,649). 

Wang et al. teaches the amino acid and DNA sequences for 
human BMP2A and BMP2B. Vectors and transformed host cells are 
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disclosed as well as a method of making the proteins 
recombinantly . (See abstract, claims, figures 1 and 2* ) It is 
noted that the human BMP2A and BMP2B sequences have amino acids 
in common with the GDF-1 sequence of Figure 2 in the 
5 specification. There are nucleotides in common as well. Wang et 

al* describes probes that would have complementary nucleotides in 
common with the GDF-i sequence of Figure 2 in the specification* 
The specification defines GDF-1 to include any "unique 
portion" which is poorly defined in the specification. (See page 

10 7. ) It is unknown if the five or six amino acids or 15 or 18 

nucleotides must be contiguous, as in a sequence, or must merely 
be present in the sequence. When "unique portion" is recited in 
the claims, it is unknown if the 15 or 18 nucleotides of the GDF- 
1 sequence must be present or if any nucleotide sequence encoding 

15 the five or six amino acids must be present* As such Wang et 

al. , Derynck et al. , and Weeks et al. are deemed to be 
anticipatory references for the invention as claimed. 

The following is a quotation of the first paragraph of 35 
LLS.C. § 1125 

20 The specification shall contain a written description of the 

invention, and of the manner and process of making and using 
it, in such full, clear, concise, and exact terms as to 
enable any person skilled in the art to which it pertains, 
or with which it is most nearly connected, to make and use 

25 the same and shall sot forth the best mode contemplated by 

the inventor of carrying out his invention* 

The specification is objected to under 35 U. S. C. § 112, 
first paragraph, as failing to provide an adequate written 
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description and enabling disclosure. 

Applicant has failed to disclose how to use the claimed 
invention. Useful properties for GDF-1 are alleged based upon 
the similarity of the amino acid sequence encoded to the TGF-8 
family; however, there is no evidence of record that this DNA 
sequence encodes a biologically useful protein possessing any 
particular properties and in the absence of such a showing it is 
unknown how to use this DNA sequence. The use of the DNA 
fragments is alleged to be their usefulness as probes for 
detecting the presence of respective complementary strands in 
nucleic acid samples, these have no use except for further 
research (which is not a patentable use) unless the GDF-1 
sequence has a use. It is noted that DNA fragments do not appear 
to have a clear limitation as to length. It is deemed that small 
nucleotide sequences (less than about 15 nucleotides) would not 
be useful as probes even if the sequences are complementary. As 
such, for this subset of DNA fragments it is unknown how to use 
them. 

There is no description of how to use the DNA sequence 
encoding UOG-1, the vectors, host cells, or method of producing 
associated with this UOG-1 encoding sequence. There is no 

description of epitopes or fragments of UOG-1 as useful for 
probes or otherwise. 

The metes and bounds of the DNA sequences of claims 1-3 and 
16 are unknown. The multitude of sequences encompassed by these 
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claims are not described nor enabled. It is unknown how to 
determine what sequences a fragment or epitope encompasses. It 
would constitute undue experimentation to determine all such 
sequences that are encompassed by these claims. There is no 
5 description nor enablement for identifying epitopes of either 

GDF-1 or UOG-1. 

It is unclear from the specification whether the method of 
production as set forth in claim 15 has actually been performed 
or whether this is a prophetic disclosure. The method is deemed 

10 to be unenabled for fragments encoding small peptides. While 

expression of GDF-1 is described on page 6 in the description of 
figure 9, insufficient details are presented to determine what 
was performed. It does not appear that the protein was isolated 
as set forth in the method. There does not appear to be a 

15 further discussion of figure 9 in the specification. 

The method of claim 21 is clearly prophetic. There is no 
description of producing vectors, transformed host cells, or 
producing the protein encoded by the DNA sequence recombinantly . 

Claims 1-3, 11-16, and 19-21 are rejected under 35 U. S* C. 

20 § 112, first paragraph, for the reasons set forth in the 

objection to the specification. 

Claims 2, 11, 15, and 19 are rejected under 35 U. S. C. § 112, 
second paragraph, as being indefinite for failing to particularly 
25 point out and distinctly claim the subject matter which applicant 
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regards as the invention. 

Claim 2 is indefinite for failing to indicate whether the 
DNA sequence encoding the GDF-1 protein is intended to be claimed 
<i.e. the coding region) or any portion of the sequence of Figure 
5 2, UA, or HB. It is noted that the sequence of figures 11A and 

11B include the sequences for UOG-1. Due to the "fragment- 
language of claim 1, this claim reads on DNA sequences for both 
GDF-1 and UOG-1 and not GDF-1 alone. As such, it is unclear 
whether this claim improperly broadens the scope of claim 1 as 
1® claim 1 is limited to DNA sequences that encode GDF-1. 

Claims 11 and 19 are indefinite for failing to indicate that, 
the DNA segment of claim 1 and the vector are operably linked or 
in some manner connected. As the claim stands, the vector does 
not have to contain the DNA segment of claim 1 which appears to 
15 applicant's intent. 

Claim 15 is indefinite in reciting "segment". There is no 
clear antecedent basis for this term in the preamble of the claim 
or claim 12 although there appears to be antecedent basis in 
claim 11 upon which claim 12 depends. Clarification is 

20 requested. 

The specification is objected to as failing to provide 
proper antecedent basis for the claimed subject matter. See 37 
C.F.R. S 1.75(d)(1) and M. P. E. P. § 608.01(1). Correction of the 
following is required: Vectors containing DNA sequences encoding 
UOG-1 and transformed host cells containing these vectors do not 
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appear to be present in the specification. The methods of clai 
15 and 21 as written do not appear to be present in the 
specification. Applicant is requested to point out the basis in 
the specification for these claims. 

The prior art made of record and not relied upon is 
considered pertinent to applicant's disclosure. 

Beltz et al. discloses isolation of multigene families and 
determination of homologies by filter hybridization techniques. 
Cross-hybridization techniques and techniques to discriminate 
related genes are disclosed. 

180 bv a ?^L r ^ at ! d t0 th±S a PP lica tion may be submitted to Group 

r>=~ n ^■ L '* x u f zeite ' 1®3E> 0C3 30 (November 15, 1989). The> tmi 
Fax Center number is (703) 308-4227. e CM1 

rorta Allen whose telephone number is (703) 308-0666. 

Any inquiry of a general nature or relatinq to the status nf 
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